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Abstract: 
Tan Tin Wee is widely considered the "Father of Bioinformatics" in Singapore. An inductee into the Internet Hall of Fame, he 
pioneered the intersection of biology and early internet technologies in Singapore and the broader region. In 1996, he founded 
Singapore's first Bioinformatics Centre at the National University of Singapore (NUS), creating a localized launchpad for the 
discipline. He founded and served as the convener of the Asia-Pacific Bioinformatics Network (APBioNet) in 1998, helping expand 
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bioinformatics research and education across Asia. He has served three terms as a Board Director for the International Society for 
Computational Biology (ISCB). Beyond Bioinformatics, he is renowned for setting up Singapore's first internet service provider in the 
1990s and inventing multilingual domain names (IDN). He later transitioned his efforts toward national infrastructure, serving as the 
founding Chief Executive of the National Supercomputing Centre (NSCC) Singapore. 
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Tan Tin Wee in 2000 
 
Background: 

Tan Tin Wee (born 1962) is a prominent Singaporean 
bioinformatician, internet pioneer, and academic. He is widely 
recognized for his foundational role in developing and 
advancing internet infrastructure, multilingual systems, and 
supercomputing capabilities across Asia [1]. 
 
Early days: 

Tan Tin Wee earned his academic credentials from top global 
institutions he graduated with B.A. from the University of 
Cambridge, M.Sc. from the University of London and Ph.D. from 
the University of Edinburgh, UK. 
 
Key Positions & Affiliations: 
National University of Singapore, (NUS): 
He serves as an Associate Professor at the Department of 
Biochemistry under the Yong Loo Lin School of Medicine. He 
also serves as the Co-Director for the MSc Programme in 

Precision Health and Medicine and holds the Della Lee 
Professorship in Mental Health and Digital Science. 
 
NUS AI Institute:  
Functions as the Domain Lead in AI for Science. 
 
National Supercomputing Centre (NSCC) Singapore:  
He was the founding Chief Executive and Senior Director from 
2015 until October 2024, driving Singapore's petascale 
supercomputing strategy. 
 
Regional Tech Leadership:  
Serves as the Co-Chairman of the ASEAN High Performance 
Computing Task Force and acts as an advisor to the Asia Pacific 
Bioinformatics Network (APBioNet), which he founded in 1998. 
 
Major achievements & Contributions: 
Father of multilingual domain names:  

He is the inventor and founder of the world’s first operational 
Multilingual Internationalized Domain Name (IDN) system. 
This breakthrough allowed internet web addresses to be written 
in non-English scripts (such as Chinese, Tamil, and Arabic), 
breaking down English-centric barriers online. 
 
Internet hall of fame inductee:  
In 2012, the Internet Society inducted him into the inaugural 
Internet Hall of Fame as a "Global Connector" alongside web 
founders like Tim Berners-Lee and Vint Cerf. 
 
Localization of the Web:  
In the 1990s, he headed the TechNet Unit (Singapore’s first ISP, 
later commercialized as Pacific Internet) and the Internet 
Research and Development Unit (IRDU). Under his direction, 
Singapore hosted the world's first Chinese and Tamil language 
websites. 
 
Bioinformatics & supercomputing pioneer:  

He helped establish crucial networking systems including 
Singapore's BioInformatics Centre (BIC) and the Singapore 
Advanced Research and Education Network (SINGAREN). His 
commitment to gain insight into various biological problems 
through infrastructure establishment and networking is truly 
exceptional [2-75]. His work also focused on building eco-
friendly, green data centres to scale up supercomputing and 
quantum-safe infrastructure. 
 
References: 
[1] https://en.wikipedia.org/wiki/Tan_Tin_Wee 



ISSN 0973-2063 (online) 0973-8894 (print)  

©Biomedical Informatics (2026) Bioinformation 22(10): 6411-6414 (2026) 
 

6413 

 

[2] Schönbach C et al.  BMC Genomics. 2011 12:S1. [PMID: 
22369160] 

[3] Ranganathan S et al. Appl Bioinformatics. 2002 1:101. [PMID: 
15130849] 

[4] Miotto O et al. Genome Inform. 2005 16:32. [PMID: 16901087] 
[5] Kong L et al. Nucleic Acids Res. 2004 32:W356. [PMID: 

15215410] 
[6] Tan PTJ et al. J Mol Graph Model. 2005 24:17. [PMID: 

15950506] 
[7] Hu Y et al. PLoS One. 2013 8:e59994. [PMID: 23593157] 
[8] Schönbach C et al. BMC Genomics. 2015 16:I1. [PMID: 

26679412] 
[9] Miotto O et al. BMC Bioinformatics. 2008 9:S7. [PMID: 

18315860] 
[10] Bollina D et al. Nucleic Acids Res. 2006 34:W444[PMID: 

16845045] 
[11] Vivek G et al. Bioinformatics. 2003 19:159. [PMID: 12499310] 
[12] Tan TW et al. BMC Genomics. 2013 14:S13. [PMID: 24564380] 
[13] Sangket U et al. Bioinformatics. 2008 24:299. [PMID: 18037613] 
[14] Lee BT et al. BMC Bioinformatics. 2004 5:189. [PMID: 

15581431] 
[15] Ranganathan S et al. BMC Genomics. 2010 1:S1. [PMID: 

21143792] 
[16] Tong JC et al. Bioinformatics. 2006 22:1232[PMID: 16510499] 
[17] Lim SJ et al. BMC Bioinformatics. 2009 10:S12. [PMID: 

19958511] 
[18] Tan TW et al. BMC Genomics. 2009 10:S36[PMID: 19958501] 
[19] Miotto O et al. BMC Bioinformatics. 2008 9:S18. [PMID: 

18315849] 
[20] Tong JC et al. Protein Sci. 2004 13:2523. [PMID: 15322290] 
[21] Ranganathan S et al. BMC Bioinformatics. 2008 9:S1. [PMID: 

19091008] 
[22] Tay DM et al. BMC Bioinformatics. 2010 11:S4. [PMID: 

21106126] 
[23] Schönbach C et al. BMC Bioinformatics. 2015 16:I1. [PMID: 

28102114] 
[24] Tong JC et al. Bioinformatics. 2007 23:177. [PMID: 17090577] 
[25] Tan TW et al. BMC Genomics. 2010 11:S27. [PMID: 21143811] 
[26] Eng LP et al. Methods Mol Biol. 2015 1268:67. [PMID: 

25555721] 
[27] Wee LJ et al. Bioinformatics. 2007 23:3241[PMID: 17599937] 
[28] Eng CL et al. PLoS One. 2016 11:e0150173. [PMID: 26915079] 
[29] Yao L et al. BMC Bioinformatics. 2017 18:122. [PMID: 

28228091] 
[30] Yao L et al. Biotechnol Biofuels. 2015 8:191. [PMID: 26613001] 
[31] Miotto O et al. PLoS One. 2010 5:e9025. [PMID: 20140252] 
[32] Jung KO et al. J Virol. 2012 86:7616.  [PMID: 22573867] 
[33] Tong JC et al. BMC Bioinformatics. 2006 7:S7. [PMID: 

17254312] 
[34] Tong JC et al. Methods Mol Biol. 2014 1184:503. [PMID: 

25048142] 
[35] Khan AM et al. PLoS Negl Trop Dis. 2008 2:e272. [PMID: 

18698358] 
[36] Govindarajan KR et al. Bioinformatics. 2003 19:309. [PMID: 

12538264] 

[37] Ranganathan S et al. BMC Genomics. 2012 13:S1. [PMID: 
23282089] 

[38] Schönbach C et al. BMC Bioinformatics. 2012 13:S1. [PMID: 
23281929] 

[39] Tan JG et al. Biotechnol J. 2015 10:790. [PMID: 25740626] 
[40] Tong JC et al. Appl Bioinformatics. 2006 5:111. [PMID: 

16722775] 
[41] Tong JC et al. Immunome Res. 2007 3:7. [PMID: 17705876] 
[42] Sim LL et al. PLoS One. 2017 12:e0173021. [PMID: 28235017] 
[43] Yao L et al. Plant Biotechnol J. 2017 15:497. [PMID: 27734577] 
[44] Choo KH et al. BMC Bioinformatics. 2009 10:S2. [PMID: 

19958512] 
[45] Ng CWS et al. J Clin Pathol. 2018 71:522. [PMID: 29180507] 
[46] Lee BT et al. Nucleic Acids Res. 2003 31:3533.[PMID: 

12824360] 
[47] Khan AM et al. PLoS Comput Biol. 2013 9:e1003317. 

[PMID:24204244] 
[48] Yan B et al.  J Clin Pathol. 2016 69:801. [PMID: 26896490] 
[49] Eng CLP et al. Int J Mol Sci. 2017 18:1135. [PMID: 28587080] 
[50] Khan AM et al. Cell Immunol. 2006 244:141. [PMID: 17434154] 
[51] Schönbach C et al. BMC Bioinformatics. 2010 11:S1. [PMID: 

21106116] 
[52] Khan AM et al. BMC Bioinformatics. 2006 7:S4. [PMID: 

17254309] 
[53] Ranganathan S et al. BMC Bioinformatics. 2011 12:S1. [PMID: 

22372736] 
[54] Wee LJ et al. BMC Genomics. 2009 10:S6. [PMID: 19958504] 
[55] Wee LJ et al. BMC Bioinformatics. 2006 7:S14.  [PMID: 

17254298] 
[56] Gomes AL et al. PLoS One. 2010 5:e11267. [PMID: 20585645] 
[57] Patro CP et al. PLoS One. 2014 9:e104597. [PMID: 25157689] 
[58] Koo QY et al. PLoS One. 2009 4:e5352. [PMID: 19401763] 
[59] Ranganathan S et al. BMC Bioinformatics. 2008 9:S1. [PMID: 

18315840] 
[60] Khan AM et al. Brief Bioinform. 2025 26:bbaf678.[PMID: 

41428390] 
[61] Ma H et al. BMC Bioinformatics. 2021 22:194. [PMID: 

34078269] 
[62] Yan B et al. Oncol Lett. 2017 13:1625. [PMID: 28454300] 
[63] Eng CL et al. BMC Med Genomics. 2014 7:S1. [PMID: 

25521718] 
[64] Choo KH et al. BMC Bioinformatics. 2005 6:249.  [PMID: 

16221310] 
[65] Bachtiar M et al. Pharmacogenomics J. 2019 19:516. [PMID: 

31578463] 
[66] Gopalan V et al. Nucleic Acids Res. 2004 32:D59. [PMID: 

14681359] 
[67] Wong E et al. Nat Genet. 2023 55:178. [PMID: 36658435] 
[68] Işik EB et al. Nat Biotechnol. 2023 41:1171. [PMID: 37568018] 
[69] Khan AM et al. Brief Bioinform. 2024 25:bbae278. [PMID: 

38881075] 
[70] Ranganathan S et al. BMC Genomics. 2009 10:S1. [PMID: 

19958472] 
[71] Eng CL et al. Methods Mol Biol. 2016 1426:201. [PMID: 

27233273] 



ISSN 0973-2063 (online) 0973-8894 (print)  

©Biomedical Informatics (2026) Bioinformation 22(10): 6411-6414 (2026) 
 

6414 

 

[72] Bachtiar M et al. PLoS One. 2019 14:e0224089. [PMID: 
31622447] 

[73] Khan AM et al. BMC Med Genomics. 2017 10:78. [PMID: 
29322922] 

[74] Lim SJ et al. Bioinformation. 2010 4:331. [PMID: 20978607] 
[75] Gaudet P et al. Nucleic acids research. 2011 39:D7. [PMID: 

21097465]

 
 

Caveat Emptor is applicable among the literate community where  
required and possible. The publisher, its journal, editors and the  
internal/external reviewers take adequate steps to check, evaluate, correct,  
edit, revise and improve content where possible and required. 


